3

;)‘fy,n»,‘w‘;@':b«owd

ooy Sy 0aSadly (S S 09,5
8393 gyl 0y

1090 d g wledlbl

Sty S 09,8 10> 01 Al (gl 09,8

W pwsS Sy Siloygdilgus fowd Olgie

O IR EEPICEN  FUT NN ST

o35 3l ubanlis S5 £ puys Usins

Sagn o8 AS3 col) Sho (15LS ¢ 03l) (Jlomd palaalliss A3 1500 Oy /payde sl
D o2 [l G

Sty S o3 1 (1355 e

Ve JIA Ceclis b duidylg 9 W daidipd dl auids 1oed )55 caclun 3 39,

&)9D8 PES/ Jos sl sl g

a9 ) d>lg ) A9 Y 1egel celus g dlg ldas

s fS oy

9y S Ll Ay pale U g e Dldlllas j0 oSCal sla ssls glgs 5,95 2! OUL 52 93l 5y = JUAT 1 g0 =

sla gy L AmMay ledy, ool Wi 1) S p e wulae 5 Llse g High throughput cle sols ady pes sl
, S 951789, - E ! S ¥ O

Sl (K peelie all LS LSl (sle cols JIUT 6FLeT ole bl |, O e ulie ¢ Ulse ¢ SEQUENCIng

Genome-Wide Association Studies (GWAS) Lol 5! o oS solii Sledb! aulis 5l Wlaks g il 1y Conos

1000 o HapMap ales ;| Ko 050> 15,00 clo o3gp L .adl GWAS adlas o2l Ll

s> l I‘U\'—(i“\\ AS Sgdms Aallas Su X g Sl | 10St-GWAS o ldlas .aib Lzl ENCODE 5(\\.‘11\']11(

a < ~ | | v G >
DO A | S ST ) S > o ikl g Sl U pradl R 0210 WU 583 w2 (Sl Llas e g B W L LA

031) 3l eudaatlone 4SS 1wyd Jgiuame OleMbol

olad Uil 1 ple 4

Sy S (9anass G753 1 ganass didy
Sy S5 09,8 1 S Joma

VATV - FAS : olad il

(SS9 AS oy Sl




S Sl 9ilom pwydd B Juad s

ol i " oyl
D o 90 o b o
Aol by < gldgn Wilalllas s gy L (Heritability study) Eylgs (owy s a et .
’ i S oealy (3l lduse 4SO )
Gwzsla| VG pelarlloze 7S
Linkage Disequilibrium 9 cuSgbld (Curez S5 | 00y 3l m.Eu.HJ..}.c A8 \
Siw g2 WUT g High throughput genotyping s Jivg) | osl) (iloo eebaallaee ASy Y
GWAS 3 8l dediio | ol (3l euaallune 85 ¢
Expression Quantitative Trait Loci (eQLTs) wlallas | 031) (3lxd eudaallune S5 0
WGS 9 WES s 8315 WUT 43 (81 doddio o3y e L g3lS S 1
Ol s 031> LT 9 RNA Sequencing-Microarray I pgiu ySudlys ilallae S 9w g0 o@ A8 7
<Hi-C< ChiP-Seq b «pg35 »> Regulatory elements 4 b gy Olallas C Sle 5 olS
B ulisd )0 3990 S 8310 dy (qwAwd 9 831> WUT g DNA seq > wy‘.ﬁj«.ﬁ !
B Gl 33 3gge (S 8313 dy qwwd 9 W 031> WUT o3y Sho o gilS 8 q
Encyclopedia of DNA Elements, ENCODE Project 03l) She 2 gilS ASS | -
Bioinformatics for Proteomics S 9w g0 ogg J’\'Sa )
Crispr-Cas bioinformatics Sgwge 08 A VY
Multipla Testinge 0T to ¢ puSsol 1o 0315 AWLT 15 GloT illasdle | 00y (Glnd eabzalliue Sy WY




